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Gene Expression Profiling to Understand
Heterogeneity in a Diagnosis
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Gene Expression-based Subgroups of
Diffuse Large B Cell Lymphoma
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ABC DLBCL vs GCB DLBCL in the Post-
Rituximab Era: Need for new predictors of
response
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Gene Expression Profiling
and Outcome Prediction



Marked Heterogeneity in Survival following
the diagnosis of Follicular Lymphoma
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Creation of a Multivariate Model of Survival In
Follicular Lymphoma using Survival Signatures



